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SRR24655875
SRR24656170
SRR24656054
SRR24656475
SRR24655903
SRR24656005
SRR24656202
SRR24655961
SRR24656430
SRR24656355
SRR24655909
SRR24656454
SRR24656296
SRR24655814
SRR24656053
SRR24656052
SRR24655978
SRR24656488
SRR24656140
SRR24656099
SRR24655763
SRR24655849
SRR24655795
SRR24655920
SRR24656276
SRR24655851
SRR24656434
SRR24656035
SRR24656080
SRR24656323
SRR24655965
SRR24655842
SRR24656379
SRR24656211
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Caries_Source

@D CFAT saliva
@D EC saliva
@D /C saliva
@D remin saliva

Actinobacillus
Gracilibacteria_(GN02)_[G-1]
Peptoanaerobacter_Peptostreptococcaceae_[XI][G-7]
Sphingomonas
Eikenella_Neisseria
Leptotrichia_Pseudoleptotrichia
Eikenella
Lachnospiraceae_[G-3]
Bacteroidales_[G-2]
Absconditabacteria_(SR1)_[G-1]
Enterococcus

Oribacterium

Ottowia

Canicola_Haemophilus
Ruminococcaceae_[G-1]
Mesocricetibacter_Pasteurella_Rodentibacter
Saccharibacteria_(TM7)_[G-6]
Moraxella
Aggregatibacter_Necropsobacter
Simonsiella
Lachnoanaerobaculum
Saccharibacteria_(TM7)_[G-1]
Schaalia

Campylobacter

Tannerella

Cardiobacterium

Abiotrophia

Selenomonas

Kingella

Peptidiphaga

Lautropia

Actinomyces

Corynebacterium
Kingella_Neisseria
Aggregatibacter
Capnocytophaga

Granulicatella

Rothia

Fusobacterium

Bergeyella
Morococcus_Neisseria
Neisseria

Porphyromonas

Gemella

Veillonella

Prevotella

Leptotrichia

Alloprevotella

Haemophilus

Streptococcus

Genus



